
INTRODUCTION

Proteomic data are much more difficult to analyze
than genomic data [1]. This is due to the fact that there
are no methods for protein amplification, and the level
of protein expression cannot be predicted using 
the level of their transcription [2–4]. In this regard, 
an important direction in proteomics is the development
and advancement of methods, which can analyze 
single protein molecules. 

Although modern methods such as X-ray diffraction
analysis (XRD) or nuclear magnetic resonance (NMR)
are applicable to study the structure of single protein
molecules, nevertheless they do not provide information
on the functioning of a single protein molecule 
in real time [5].

At the same time, nanotechnological approaches
based on the use of nanopore, atomic force and nanowire
detectors provide the development of unique platforms
for the detection of single biological macromolecules
and the study of their functional properties. 

One of the most popular methods applicable 
to study single enzyme molecules and their functioning
is the atomic force microscopy (AFM) method [6–8].
The disadvantages of the AFM method are the high cost
of the equipment, as well as the need to immobilize 
the studied biological macromolecules on the surface 
of a solid substrate. The latter circumstance may have 
a significant impact on the properties of the studied
biological macromolecules. 

Nanotechnological methods also include 
the nanowire detection method, which is used to study
single viral particles [9]. In the context of studying
protein molecules, this method is used mainly 
to investigate the interactions of these molecules 
with other molecules, but not to study the functioning
of single protein molecules [10]. 

Recently, a new method for studying proteins
based on nanopore detection has been proposed [11].
The basic principle of using nanopores is that 
when macromolecules function in a nanopore, 
a fluctuation in the ion current flowing through 
this nanopore is observed. In a nanopore detector, 
a partition with a nanopore separates two chambers
(cis- and trans-), to which two electrodes are connected;
these electrodes maintain the voltage between these
chambers (Fig. 1). 

During measurements by means of a nanopore
detector, the ion current flowing through the nanopore
is recorded. A protein molecule is usually entrapped 
in a nanopore, which allows monitoring its behavior 
by changing the ion current flowing through this
nanopore [5, 12–16]. 

Nanopore detectors can be subdivided into 
two classes: detectors based on biological nanopores
and detectors based on solid-state nanopores. Biological
nanopores are formed on the basis of biological
structures, namely, on the basis of biological
membranes, into which protein molecules forming
nanopores are incorporated. Although detectors 
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based on biological structures have high sensitivity,
their disadvantages include instability and sensitivity 
to changes in experimental conditions, such as pH,
temperature, and a number of other factors. 
Solid-state nanopores are more stable with respect 
to these factors and, therefore, are more preferable 
for use in nanopore detectors.

Solid-state nanopores have great potential 
for studying the behavior of single molecules. 
This is due to their high sensitivity, allowing 
the detection of biomolecules even at the subnanomolar
level [17]. Such high sensitivity of the solid-state
nanopore is explained by the fact that its size (diameter)
is in the same range as the size of the studied 
single biological macromolecules [18, 19]. Structures
based on silicon (Si, SiO2, Si3N4), glass, graphene,
metal oxides (Al2O3, HfO2, TiO2), polymers, 
such as polyethylene terephthalate (PET, lavsan),
polyimides, and polycarbonate are often used 
as nanopore structures. Composite membranes
(MoS2/SiNx; Si3N4/SiO2; graphene/Al2O3) are also used.
The variety of materials suitable for the fabrication 
of solid-state nanopores allows preparing membranes
with various physicochemical properties [17, 20–23]. 

Solid-state nanopores can be fabricated by various
methods, including electron beam drilling (EBD),
controlled dielectric breakdown (SDB), and creation 
of a nanopore by a focused ion beam (FIB) [22, 24–26].

One of the interesting and important enzymes 
for the development of medicine and biotechnology 
is horseradish peroxidase (HRP; EC: 1.11.1.7). 
Interest in HRP is also due to the fact that this enzyme
is a model protein widely used in the study of peroxidase
enzymes, which play an important role in various
biochemical processes [27]. The HRP enzyme 
catalyzes the oxidation reactions of various 

organic and inorganic molecules in the presence 
of hydrogen peroxide (H2O2) [28]. Its molecular 
mass of 40–44 kDa [29, 30] corresponds to a molecule
size of about 5 nm [31]. Previously, the functioning 
of the HRP molecule was studied using a nanopore
detector by entrapping it in a nanopore, but the size 
of this nanopore was quite large and significantly
exceeded the size of the HRP molecule [32, 33].

In this work, a nanopore detector was constructed
in which a single HRP molecule was entrapped 
on the side of the cis-chamber to which a negative
voltage was applied. A solid-state nanopore based 
on silicon nitride (Si3N4, hereinafter referred to as SiN)
was used as a nanopore. The functioning of a single
HRP enzyme molecule in the presence of its substrate
2,2-azino-bis(3-ethylbenzothiazoline-6-sulfonate)
(ABTS) in the presence of H2O2 was carried out using
this method of voltage application to the measuring cell. 

MATERIALS AND METHODS

The experiments were performed using 
2 mM Dulbecco's phosphate buffered saline (PBS-D),
pH 7.4, which was prepared using ultrapure deionized
water from a ready-made salt mixture purchased from
Pierce (USA). Ultrapure deionized water was obtained
using a Simplicity UV system (Millipore, France).

Horseradish peroxidase (HRP) was purchased
from Sigma (USA; catalog number P6782; desalted
lyophilized powder; ABTS activity 1995 units/mg, 
RZ 3.0 [34]). The substrate (2,2-azino-bis(3-ethylbenzo-
thiazoline-6-sulfonate, ABTS; catalog number A1888)
was also purchased from the same company. 
For the experiments, a 0.3 mM ABTS solution 
was prepared in PBS-D buffer. Hydrogen peroxide
(0.003%; v/v) was used in 2 mM PBS-D.
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Figure 1. General scheme of the nanopore detector based on a solid-state nanopore.



Nanopore Fabrication 

Since the HRP dimensions have been determined
to be 4.3×4.8×5.8 nm [35], a nanopore with sizes smaller
than the characteristic sizes of the HRP molecule 
was formed. This did not allow the HRP molecule 
to freely pass through the nanopore. The nanopore 
was formed by the EBD method in a SiN chip. 
The nanopore had a length of 40 nm. An image 
of this pore obtained by transmission electron
microscopy (TEM) is shown in Figure 2. Since 
the pore size was smaller than the characteristic 
size of the HRP molecule (5.8 nm), the latter 
could be retained in this pore without passing through 
it into the opposite (trans-) chamber.

Fabrication of a Nanopore Detector

The nanopore detector included a measuring cell.
The volume of this cell was divided into 
two (cis- and trans-) chambers. The volume of each

chamber was 700 μl. A SiN chip with a nanopore
served as a partition between these chambers. 
The diagram of the nanopore detector designed 
in our work is shown in Figure 3.

Before the experiment, both chambers 
of the measuring cell were filled with ultrapure
deionized water. After that, both cells were filled with
PSB-D buffer. During the measurements, an electric
voltage was applied between the cis- and trans-chambers
using Ag/AgCl electrodes, immersing them in cells
filled with the solution. The ion current passing 
through the nanopore was recorded in real time. 
After the measurements, the cell and the SiN chip 
were washed with ultrapure deionized water. 

The detector was shielded with a Faraday cage. 
The current flowing through the nanopore was measured
with a patch-clamp amplifier with an intrinsic 
noise level of 0.3 fA in a frequency band of 1000 Hz.
The voltage applied to the cell was 200 mV. 
The ion current flowing through the nanopore 
was recorded using a 16-bit analog-to-digital 
converter (ADC). A Butterworth filter with 
a frequency of 1000 Hz was used to filter the signal.

Spectrophotometric Control of HRP Activity

To confirm the activity of the studied HRP enzyme
under the experimental conditions, spectrophotometric
measurements were performed. The essence of these
measurements was to monitor the absorption 
of the solution at 405 nm [36] during the oxidation
reaction of ABTS in the presence of H2O2
in 2 mM PBS-D buffer, pH 7.4. The concentrations 
of HRP, ABTS, and H2O2 in these measurements 
were 10-9 M [36], 0.3 mM [36, 37], and 0.003% (v/v),
respectively. The measurements were performed 
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Figure 2. TEM image of a nanopore formed 
by the EBD method in a SiN chip.

Figure 3. Schematic diagram of the nanopore detector based on a solid-state nanopore formed by the EBD method 
in a SiN chip, used in the experiments with HRP.



in a quartz cuvette with an optical path length of 1 cm
on an Agilent 8453 spectrophotometer (Agilent
Deutschland GmbH, Germany). The measurements
were performed in 3 technical replicates. 

RESULTS

Control Experiments with a Nanopore Detector

First, control experiments were carried out 
with 2 mM PBS-D without enzyme. The buffer 
was added to the cis- and trans-chambers; the voltage
between the electrodes was 200 mV. After that, 
a 0.3 mM solution of ABTS in PBS-D was added 
to the cis-chamber, and this did not change the pore
conductivity (Fig. 4). 

It should be noted that addition of 0.003% H2O2
to PBS-D in the cis-chamber under the same conditions
also did not change the pore conductivity (Fig. 5).

Then the ABTS solution was replaced with 
a solution containing 0.3 mM ABTS and 0.003% H2O2
in the cis-chamber. In this case, no changes in the pore
conductivity were observed either (Fig. 6).

Registration of HRP Activity Using a Nanopore

Initially, 2 mM PBS-D without the enzyme 
was first added to the cis- and trans-chambers 
of the cell. Then, during the working experiments, 
the HRP enzyme was added to the cis-chamber, 
to which a negative voltage was applied, so that 
its final concentration in the chamber was 10-8 M, 
as shown in Figure 7, and the signal decreased,
indicating a slight closure of the pore.

After partial closure of the nanopore 
by the HRP molecule was observed, the ABTS substrate
solution was added to the cell to its final concentration
in the cis-chamber of 0.3 mM. After that, H2O2 solution
was introduced into the cell so that at the time 
point of 200 s, the cell contained 0.3 mM ABTS and
0.003% H2O2. The presence of H2O2 triggered 
the reaction of substrate oxidation (ABTS). During this
reaction, fluctuations in the value of the ion current
flowing through the nanopore were observed with 
the appearance of peaks on the recorded dependence 
of the ion current, starting from the time point of 450 s.
In this case, the value of the ion current was
approximately -250 pA. The amplitude of the observed
fluctuations in the ion current reached ~150 pA.

Spectrophotometric Confirmation of HRP Activity 

In order to confirm the HRP activity under 
the conditions of the nanopore detector experiment 
at enzyme, ABTS substrate and hydrogen peroxide
concentrations of 10-9 M, 0.3 mM, and 0.003% (v/v),
respectively, we carried out spectrophotometric
measurements as described in the “MATERIALS AND
METHODS” section. The resulting time dependence 
of the solution absorption is shown in Figure 8. 
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Figure 4. Time dependence of the ion current flowing
through the nanopore in the control experiment 
aimed at determining the effect of ABTS addition. 
The arrow shows the time of adding the ABTS solution 
to the cis-chamber of the measuring cell. The final
concentration of ABTS in the measuring cell was 0.3 mM.

Figure 6. Time dependence of the ion current flowing
through the nanopore in the control experiment 
without the enzyme. The arrow shows the time 
of adding the H2O2 solution to the cis-chamber 
of the measuring cell. The final concentrations 
of ABTS and H2O2 in the measuring cell were 
0.3 mM and 0.003% (v/v), respectively.

Figure 5. Time dependence of the ion current flowing
through the nanopore in the control experiment 
aimed at determining the effect of the H2O2 addition. 
The arrow shows the time of adding the H2O2 solution 
to the cis-chamber of the measuring cell. 
The final concentration of H2O2 in the measuring cell 
was 0.003% (v/v).



The A405(t) dependence shown in Figure 8
confirms that the studied HRP enzyme retained 
its functional activity throughout the entire observation
time, corresponding to that in the nanopore detector
experiment (~700 s). 

DISCUSSION

In this work, we have investigated the possibility
of registration of the catalytic activity of a single 
HRP molecule entrapped in a nanopore from 
the cis-chamber side. The nanopore diameter of ~5 nm
allowed retaining the HRP molecule within 
the nanopore, preventing it from penetrating 
from the cis-chamber to the trans-chamber. After
addition of a HRP solution to the cis-chamber, 

one of the HRP molecules approached the nanopore and
blocked its lumen, as evidenced by the change 
in the ion current flowing through the nanopore 
in the period from 60 s to 130 s. Then, after adding 
the substrate solution, a H2O2 solution was added 
to the cis-chamber, thus initiating the enzymatic reaction
of substrate oxidation. Figure 7 shows the signal
fluctuations observed in the working experiments. 
In blank experiments (in the absence of HRP), 
ABTS or H2O2 did not affect the conductivity 
of the nanopore. Thus, we demonstrated the possibility
of monitoring the functioning of a single HRP enzyme
molecule after its insertion into a nanopore 
from the cis-chamber side of the measuring cell 
of the nanopore detector.

CONCLUSIONS

In this work, the possibility of recording 
the functioning of a single HRP molecule in real time 
in a SiN nanopore with a diameter of about 5 nm was
experimentally confirmed. The studies were carried out
under conditions when the enzyme was added 
to the cis-chamber. During the functioning of HRP,
ABTS was oxidized in the presence of hydrogen
peroxide. Fluctuations in the ion current flowing
through the nanopore, the lumen of which 
was blocked by the HRP molecule, were observed. 
It should be noted that in the control experiments 
(in the absence of HRP), such fluctuations 
in the ion current were not observed. The enzyme
activity under the experimental conditions 
was confirmed by the spectrophotometry method. 
The approach we have proposed in this work 
may be applicable for further studies of the functioning
of various enzymes at the single-molecule 
level, which is important for the development 
of single-molecule enzymology.
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Figure 8. Time dependence of absorption 
of a solution (A405) containing HRP, ABTS, and H2O2
monitored at 405 nm. The final concentrations of HRP,
ABTS, and H2O2 in the cuvette were 10-9 M, 0.3 mM, and
0.003% (v/v), respectively. The optical path length 
of the cuvette was 1 cm. The measurements were
performed in 2 mM PBS-D (pH 7.4).

Figure 7. Time dependence of the ion current flowing through the nanopore. The arrows show the time points 
of adding the HRP, ABTS, and H2O2 solutions to the cis-chamber of the measuring cell. The final concentrations 
of HRP, ABTS, and H2O2 in the measuring cell were 10-8 M, 0.3 mM, and 0.003% (v/v), respectively.
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В настоящей работе продемонстрировано использование твердотельного нанопорового детектора 
для мониторинга активности единичной молекулы модельного фермента — пероксидазы хрена (ПХ). 
Этот детектор включал в себя измерительную ячейку, разделенную на цис- и транс-камеры чипом 
из нитрида кремния (SiN структуры) с нанопорой диаметром 5 нм. Для встраивания единичной молекулы ПХ
в нанопору, в цис-камеру помещали электрод и прикладывали к нему отрицательное напряжение, 
после чего в эту камеру добавляли раствор ПХ. После этого проводили реакцию окисления субстрата ПХ —
2,2-азино-бис(3-этилбензотиазолин-6-сульфоната (АБТС) — этой молекулой в присутствии пероксида водорода.
В процессе этой реакции проводили мониторинг функционирования встроенной в нанопору единичной
молекулы ПХ путём регистрации зависимости ионного тока, протекающего через нанопору, от времени.
Предложенный в нашей работе подход может позволить в дальнейшем исследовать функционирование
различных ферментов на уровне единичных молекул, что является важным шагом в развитии энзимологии
единичных молекул.

Полный текст статьи на русском языке доступен на сайте журнала (http://pbmc.ibmc.msk.ru).
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