[bookmark: _GoBack]Таблица. Изатин-связывающие белки мозга мышей (однократное введение депренила) (190).

	№

	prot acc
	prot desc
	prot
score
	prot
mass
	prot
matches
	prot matches
sig
	prot seq
	prot seq sig

	I.Белки углеводного обмена и генерации энергии (17)

	1
	F6UT49
	Glyceraldehyde-3-phosphate dehydrogenase 
	28
	36462
	1
	1
	1
	1

	2
	P17710
	Hexokinase-1 
	298
	109545
	21
	17
	10
	8

	3
	P17182
	Alpha-enolase 
	268
	47453
	11
	9
	4
	3

	4
	P47738
	Aldehyde dehydrogenase, mitochondrial 
	216
	57015
	4
	3
	2
	1

	5
	P52480
	Pyruvate kinase isozymes M1/M2 
	182
	58378
	8
	8
	4
	4

	6
	Q8CI94
	Glycogen phosphorylase, brain form 
	149
	97353
	14
	7
	7
	3

	7
	A6ZI44
	Fructose-bisphosphate aldolase 
	56
	45548
	5
	2
	2
	1

	8
	G5E8N5
	L-lactate dehydrogenase 
	71
	40075
	14
	10
	5
	5

	9
	P17751
	Triosephosphate isomerase 
	69
	32684
	9
	7
	5
	4

	10
	P35486
	Pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial 
	36
	43888
	4
	3
	2
	1

	11
	Q60597
	2-oxoglutarate dehydrogenase, mitochondrial 
	21
	117572
	2
	1
	2
	1

	12
	Q99KI0
	Aconitate hydratase, mitochondrial 
	413
	86151
	20
	19
	9
	9

	13
	G5E8R3
	Pyruvate carboxylase 
	50
	130360
	1
	1
	1
	1

	14
	P14152
	Malate dehydrogenase, cytoplasmic 
	49
	36659
	1
	1
	1
	1

	15
	O08749
	Dihydrolipoyl dehydrogenase, mitochondrial 
	21
	54751
	4
	1
	2
	1

	16
	Q9D2G2
	Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase complex, mitochondrial 
	58
	49306
	2
	2
	1
	1

	17
	Q9QZ39
	Alpha-N-acetylgalactosaminide alpha-2,6-sialyltransferase 1 
	30
	61038
	2
	1
	2
	1

	II.Белки липидного обмена (6)

	1
	D3Z1V4
	Phosphatidylethanolamine-binding protein 1 
	45
	23191
	1
	1
	1
	1

	2
	Q9Z2I9
	Succinyl-CoA ligase [ADP-forming] subunit beta, mitochondrial 
	80
	50424
	3
	3
	1
	1

	3
	Q91V12-3
	Isoform C of Cytosolic acyl coenzyme A thioester hydrolase 
	80
	39576
	4
	3
	2
	1

	4
	E9Q4M2
	Hormone-sensitive lipase 
	31
	118064
	8
	4
	3
	2

	5
	Q05816
	Fatty acid-binding protein
	26
	15470
	1
	1
	1
	1

	6
	Q8CHP8
	Phosphoglycolate phosphatase 
	30
	34975
	4
	3
	2
	2

	III.Белки метаболизма белков, аминокислот и других азотистых соединений (18)

	1
	P26443
	Glutamate dehydrogenase 1, mitochondrial 
	620
	61640
	26
	22
	8
	8

	2
	P61922
	4-aminobutyrate aminotransferase, mitochondrial 
	16
	57100
	4
	1
	2
	1

	3
	F7A6H4
	E3 ubiquitin-protein ligase RNF213 
	15
	591710
	11
	1
	9
	1

	4
	P05202
	Aspartate aminotransferase, mitochondrial 
	37
	47780
	4
	3
	2
	1

	5
	H3BKN1
	E3 ubiquitin-protein ligase TRAF7 
	26
	9041
	4
	3
	2
	1

	6
	Q61176
	Arginase-1 
	24
	34957
	1
	1
	1
	1

	7
	P17742
	Peptidyl-prolyl cis-trans isomerase A 
	107
	18131
	5
	4
	3
	2

	8
	F7ALS6
	Aspartate aminotransferase, cytoplasmic 
	103
	20536
	3
	3
	1
	1

	9
	Q9R111
	Guanine deaminase 
	128
	51494
	10
	6
	5
	4

	10
	Q08189
	Protein-glutamine gamma-glutamyltransferase E 
	58
	77717
	2
	2
	1
	1

	11
	B0QZP3
	Aspartoacylase 
	41
	18998
	2
	2
	1
	1

	12
	P15105
	Glutamine synthetase 
	80
	42834
	9
	4
	5
	3

	13
	Q9QZ39
	Alpha-N-acetylgalactosaminide alpha-2,6-sialyltransferase 1 
	30
	61038
	2
	1
	2
	1

	14
	Q9WTX5
	S-phase kinase-associated protein 1 
	69
	18831
	2
	2
	1
	1

	15
	E9QKT1
	Ubiquitin-protein ligase E3A 
	35
	100725
	2
	2
	1
	1

	16
	Q61754
	Kallikrein 1-related peptidase b24 
	83
	29478
	11
	7
	1
	1

	17
	D3YUF2
	Cysteine synthase 
	49
	21327
	2
	2
	1
	1

	18
	Q9R0P9
	Ubiquitin carboxyl-terminal hydrolase isozyme L1 
	39
	25165
	4
	2
	2
	1

	IV. Белки цитоскелета, транспорта, экзоцитоза (71)

	1
	Q6IME9
	Keratin, type II cytoskeletal 72 
	84
	57228
	12
	7
	4
	3

	2
	Q922U2
	Keratin, type II cytoskeletal 5 
	817
	61957
	47
	42
	16
	15

	3
	Q6IFZ9
	Keratin, type II cytoskeletal 74 
	320
	55340
	19
	12
	3
	3

	4
	P07744
	Keratin, type II cytoskeletal 4 
	445
	56590
	24
	17
	8
	5

	5
	P03995
	Glial fibrillary acidic protein 
	174
	49927
	5
	4
	2
	1

	6
	P19246
	Neurofilament heavy polypeptide 
	41
	117209
	6
	3
	5
	2

	7
	Q61781
	Keratin, type I cytoskeletal 14 
	1162
	53176
	67
	49
	17
	13

	8
	P08730
	Keratin, type I cytoskeletal 13 
	615
	48066
	40
	31
	7
	6

	9
	A1L317
	Keratin, type I cytoskeletal 24 
	202
	55033
	12
	11
	1
	1

	10
	Q9D312
	Keratin, type I cytoskeletal 20 
	130
	49061
	5
	3
	3
	2

	11
	Q8VCW2
	Keratin, type I cytoskeletal 25 
	76
	49461
	2
	2
	1
	1

	12
	P16546
	Spectrin alpha chain, non-erythrocytic 1 
	1071
	285221
	67
	48
	29
	19

	13
	A7L9Z8
	Calcium-transporting ATPase type 2C member 2 
	18
	103545
	19
	2
	2
	1

	14
	F8WGL3
	Cofilin-1 
	17
	25074
	4
	2
	2
	1

	15
	Q3V0B4
	Coiled-coil domain-containing protein 108 
	17
	212022
	3
	1
	1
	1

	16
	G3UYG5
	Potassium voltage-gated channel subfamily KQT member 5 
	17
	102246
	2
	2
	1
	1

	17
	F8VQE0
	Voltage-dependent L-type calcium channel subunit alpha-1S 
	15
	212351
	4
	1
	3
	1

	18
	Q9D5R3
	Coiled-coil domain-containing protein 41 
	14
	82176
	7
	1
	3
	1

	19
	Q01853
	Transitional endoplasmic reticulum ATPase 
	655
	89950
	26
	22
	11
	10

	20
	P60710
	Actin, cytoplasmic 1 
	532
	42052
	24
	19
	9
	9

	21
	B1ATY1
	Actin, cytoplasmic 2 
	406
	16951
	11
	10
	4
	4

	22
	Q5SXR6
	Clathrin heavy chain 1 
	749
	193631
	34
	29
	14
	12

	23
	Q62261
	Spectrin beta chain, non-erythrocytic 1 
	477
	274908
	27
	16
	16
	9

	24
	A1BN54
	Alpha actinin 1a 
	246
	103283
	6
	6
	3
	3

	25
	Q9JI91
	Alpha-actinin-2 
	154
	104339
	6
	4
	3
	2

	26
	P57780
	Alpha-actinin-4 
	240
	105368
	5
	5
	2
	2

	27
	Q7TSF1
	Desmoglein-1-beta 
	396
	115408
	10
	9
	2
	2

	28
	Q7TSF0
	Desmoglein-1-gamma 
	61
	101649
	2
	2
	1
	1

	29
	P20801
	Troponin C, skeletal muscle 
	38
	18155
	2
	2
	1
	1

	30
	Q02257
	Junction plakoglobin 
	325
	82490
	11
	9
	6
	5

	31
	D3YWS3
	Profilin 
	319
	12111
	6
	6
	2
	2

	32
	Q9R1T4
	Septin-6 
	44
	50044
	4
	3
	2
	1

	33
	E9Q1G8
	Septin-7 
	214
	50959
	10
	8
	4
	4

	34
	B1AQY9
	Septin-8 
	70
	51456
	4
	4
	2
	2

	35
	Q8C650
	Septin-10 
	43
	53186
	1
	1
	1
	1

	36
	E9PXE5
	Dystonin 
	23
	838890
	11
	1
	7
	1

	37
	Q3TWV4
	AP-2 complex subunit mu 
	23
	49700
	2
	1
	2
	1

	38
	B1AWD8
	Clathrin light chain A 
	23
	25702
	2
	1
	2
	1

	39
	P20152
	Vimentin 
	22
	53712
	1
	1
	1
	1

	40
	Q7TMM9
	Tubulin beta-2A chain 
	73
	50274
	4
	4
	2
	2

	41
	B0V2N8
	Annexin A2 
	49
	19698
	2
	2
	1
	1

	42
	Q9ERD7
	Tubulin beta-3 chain 
	56
	50842
	3
	3
	1
	1

	43
	Q9D1K2
	V-type proton ATPase subunit 

	130
	13362
	5
	5
	2
	2

	44
	G3UX86
	Vesicle-fusing ATPase 
	117
	23640
	4
	4
	2
	2

	45
	P39053
	Dynamin-1 
	183
	98140
	21
	13
	9
	7

	46
	F8WIV5
	Dynamin-2 
	113
	98378
	16
	11
	6
	5

	47
	E9QLL2
	Dynamin-3 
	101
	97612
	8
	7
	3
	3

	48
	E9Q557
	Desmoplakin 
	166
	335158
	27
	11
	16
	7

	49
	F8WGM2
	PHD finger protein 21B 
	22
	52229
	1
	1
	1
	1

	50
	G3X997
	Metallo-beta-lactamase domain-containing protein 2 
	22
	31414
	1
	1
	1
	1

	51
	P50518
	V-type proton ATPase subunit E 1 
	21
	26198
	3
	3
	1
	1

	52
	P59999
	Actin-related protein 2/3 complex subunit 4 
	29
	19768
	3
	1
	2
	1

	53
	P14873
	Microtubule-associated protein 1B 
	29
	271343
	6
	1
	4
	1

	54
	P17426
	AP-2 complex subunit alpha-1 
	28
	108679
	3
	1
	2
	1

	55
	B1AR51
	Dynein, axonemal, heavy chain 9 
	28
	516083
	35
	4
	9
	1

	56
	P97350
	Plakophilin-1 
	94
	82270
	4
	3
	3
	2

	57
	P05214
	Tubulin alpha-3 chain 
	33
	50612
	3
	2
	3
	2

	58
	A2ALV3
	Endophilin-A1 
	112
	48608
	5
	3
	2
	1

	59
	P21107-2
	Isoform 2 of Tropomyosin alpha-3 chain 
	92
	29231
	12
	3
	5
	1

	60
	D3YYD5
	Vacuolar protein sorting-associated protein 29 
	68
	13885
	7
	5
	3
	2

	61
	Q64332
	Synapsin-2 
	66
	63618
	5
	3
	2
	1

	62
	Q8BYI9
	Tenascin-R 
	66
	151833
	2
	2
	1
	1

	63
	O88935
	Synapsin-1 
	61
	74223
	2
	2
	1
	1

	64
	H3BIY9
	AP-2 complex subunit beta 
	60
	105678
	5
	3
	4
	3

	65
	O35643
	AP-1 complex subunit beta-1 
	50
	104724
	4
	2
	3
	2

	66
	E9Q8K5
	Titin 
	30
	3742137
	67
	1
	33
	1

	67
	A2AVR9
	Dynein light chain roadblock-type 1 
	36
	11920
	1
	1
	1
	1

	68
	P08551
	Neurofilament light polypeptide 
	56
	61528
	3
	2
	2
	1

	69
	F6QJN8
	F-actin-capping protein subunit beta 
	16
	12795
	1
	1
	1
	1

	70
	Q7TQF7
	Amphiphysin 
	82
	75081
	2
	2
	1
	1

	71
	Q61361
	Brevican core protein 
	49
	97294
	6
	4
	2
	1

	V. Белки регуляции экспрессии генов, клеточного деления и дифференцировки (19)

	1
	G3X9W0
	Heterogeneous nuclear ribonucleoprotein D, isoform CRA_a 
	72
	36356
	3
	3
	1
	1

	2
	Q9D8N0
	Elongation factor 1-gamma 
	82
	50371
	3
	3
	1
	1

	3
	P46660
	Alpha-internexin 
	131
	55879
	6
	5
	3
	2

	4
	O35295
	Transcriptional activator protein Pur-beta 
	73
	33995
	7
	3
	3
	2

	5
	P62900
	60S ribosomal protein L31 
	42
	14454
	2
	2
	1
	1

	6
	B2M1R6
	Heterogeneous nuclear ribonucleoprotein K 
	39
	48760
	2
	1
	2
	1

	7
	O70251
	Elongation factor 1-beta 
	39
	24849
	3
	2
	2
	1

	8
	P10126
	Elongation factor 1-alpha 1 
	35
	50424
	8
	2
	4
	1

	9
	F7AL76
	Chromodomain-helicase-DNA-binding protein 8 
	39
	265731
	6
	3
	4
	1

	10
	P62806
	Histone H4 
	36
	11360
	3
	3
	1
	1

	11
	P62908
	40S ribosomal protein S3 
	33
	26828
	5
	1
	2
	1

	12
	D3YUG3
	40S ribosomal protein S19 
	33
	15410
	1
	1
	1
	1

	13
	Q9DBS8
	Centrosomal protein POC5 
	29
	61203
	2
	1
	1
	1

	14
	P09405
	Nucleolin 
	206
	76734
	16
	12
	7
	6

	15
	Q61884
	Meiosis-specific nuclear structural protein 1 
	26
	60255
	16
	1
	3
	1

	16
	P42669
	Transcriptional activator protein Pur-alpha 
	26
	34976
	1
	1
	1
	1

	17
	P15919
	V(D)J recombination-activating protein 1 
	23
	120990
	4
	1
	1
	1

	18
	Q62095
	ATP-dependent RNA helicase DDX3Y 
	22
	73838
	2
	1
	1
	1

	19
	F6XRH9
	General transcription factor II-I repeat domain-containing protein 2 
	17
	3589
	4
	1
	3
	1

	VI.	Антиоксидантные и защитные белки (21)

	1
	Q9EQF6
	Dihydropyrimidinase-related protein 5 
	33
	62047
	2
	2
	1
	1

	2
	D3Z7R1
	Pyridoxal kinase 
	40
	30420
	1
	1
	1
	1

	3
	P07901
	Heat shock protein HSP 90-alpha 
	726
	85134
	33
	27
	13
	10

	4
	P11499
	Heat shock protein HSP 90-beta 
	753
	83571
	32
	28
	14
	12

	5
	Q9CQN1
	Heat shock protein 75 kDa, mitochondrial 
	134
	80501
	5
	3
	2
	1

	6
	P38647
	Stress-70 protein, mitochondrial 
	172
	73701
	7
	4
	3
	1

	7
	D3Z0Y2
	Peroxiredoxin-6 
	194
	22594
	10
	9
	5
	5

	8
	G3UZJ4
	Peroxiredoxin-5, mitochondrial 
	132
	17527
	7
	7
	4
	4

	9
	P19157
	Glutathione S-transferase P 1 
	226
	23765
	10
	9
	2
	2

	10
	P46425
	Glutathione S-transferase P 2 
	91
	23693
	3
	3
	1
	1

	11
	Q3UT49
	Cytochrome P450 2C29 
	14
	52197
	3
	2
	1
	1

	12
	P20029
	78 kDa glucose-regulated protein 
	278
	72492
	6
	6
	3
	3

	13
	P17156
	Heat shock-related 70 kDa protein 2 
	441
	69884
	13
	11
	6
	5

	14
	Q504P4
	Heat shock cognate 71 kDa protein 

	1053
	68964
	49
	40
	17
	15

	15
	P17879
	Heat shock 70 kDa protein 1B 
	201
	70418
	11
	6
	5
	2

	16
	P97427
	Dihydropyrimidinase-related protein 1 
	134
	62471
	16
	6
	6
	3

	17
	O08553
	Dihydropyrimidinase-related protein 2 
	1045
	62638
	38
	31
	13
	11

	18
	E9PWE8
	Dihydropyrimidinase-related protein 3 
	121
	74294
	13
	4
	4
	2

	19
	O35098
	Dihydropyrimidinase-related protein 4 
	231
	62493
	10
	5
	4
	2

	20
	P20108
	Thioredoxin-dependent peroxide reductase, mitochondrial 
	88
	28337
	8
	6
	4
	2

	21
	Q61171
	Peroxiredoxin-2 
	81
	21936
	3
	3
	2
	2

	VII.	Белки передачи сигнала и регуляции активности ферментов (38)

	1
	J3QPG5
	Sulfated glycoprotein 1 
	58
	63204
	2
	2
	1
	1

	2
	P50396
	Rab GDP dissociation inhibitor alpha 
	53
	51059
	7
	4
	3
	2

	3
	Q61598
	Rab GDP dissociation inhibitor beta 
	30
	51018
	8
	2
	4
	1

	4
	F8WIS9
	Calcium/calmodulin-dependent protein kinase type II subunit alpha 
	52
	55882
	7
	4
	3
	2

	5
	Q99PT1
	Rho GDP-dissociation inhibitor 1 
	46
	23450
	2
	2
	1
	1

	6
	Q8C3P7
	N6-adenosine-methyltransferase 70 kDa subunit 
	64
	65260
	7
	6
	2
	1

	7
	P16330
	2~,3~-cyclic-nucleotide 3~-phosphodiesterase 
	59
	47493
	14
	4
	7
	3

	8
	Q61644
	Protein kinase C and casein kinase substrate in neurons protein 1 
	40
	50886
	2
	1
	2
	1

	9
	Q3TDD9
	Protein phosphatase 1 regulatory subunit 21 
	34
	88796
	4
	3
	2
	1

	10
	A2A7Z6
	Ras-related protein Rab-3B 
	103
	26154
	4
	3
	2
	1

	11
	P17897
	Lysozyme C-1 
	142
	17240
	3
	3
	1
	1

	12
	P21614
	Vitamin D-binding protein 
	26
	55162
	1
	1
	1
	1

	13
	Q8CHT1
	Ephexin-1 
	26
	82661
	3
	2
	2
	1

	14
	F6XZS9
	Sterol regulatory element-binding protein 1 
	25
	115174
	60
	3
	3
	2

	15
	Q9Z268
	RasGAP-activating-like protein 1 
	24
	90251
	6
	3
	3
	1

	16
	P63328
	Serine/threonine-protein phosphatase 2B catalytic subunit alpha isoform 
	201
	59291
	8
	6
	4
	2

	17
	E0CZ78
	Serine/threonine-protein phosphatase 
	142
	59721
	5
	4
	2
	1

	18
	P00920
	Carbonic anhydrase 2 
	153
	29129
	3
	3
	1
	1

	19
	P62715
	Serine/threonine-protein phosphatase 2A catalytic subunit beta isoform 
	89
	36123
	2
	2
	1
	1

	20
	J3QQ22
	Serine/threonine-protein kinase SMG1 
	18
	405483
	8
	1
	4
	1

	21
	Q5M8N0
	CB1 cannabinoid receptor-interacting protein 1 
	95
	18715
	2
	2
	1
	1

	22
	D6RFB9
	Syntaxin-1A 
	109
	29581
	3
	2
	2
	1

	23
	P61264
	Syntaxin-1B 
	115
	33452
	4
	2
	3
	1

	24
	B2RX82
	Cholinergic receptor, nicotinic, alpha polypeptide 10 
	16
	50343
	6
	1
	1
	1

	25
	Q61121
	Probable G-protein coupled receptor 19 
	16
	47959
	3
	2
	1
	1

	26
	P30275
	Creatine kinase U-type, mitochondrial 
	386
	47373
	16
	14
	7
	7

	27
	Q04447
	Creatine kinase B-type 

	916
	42971
	33
	28
	10
	10

	28
	O88803
	Leukocyte cell-derived chemotaxin-2 
	15
	16737
	2
	1
	1
	1

	29
	P63239
	Neuroendocrine convertase 1 
	13
	84749
	4
	1
	1
	1

	30
	A2API5
	Low-density lipoprotein receptor-related protein 1B 
	17
	536424
	2
	1
	2
	1

	31
	Q9CQV8
	14-3-3 protein beta/alpha 
	142
	28183
	11
	6
	4
	3

	32
	P63101
	14-3-3 protein zeta/delta 
	694
	27925
	30
	20
	10
	7

	33
	P61982
	14-3-3 protein gamma 
	58
	28456
	10
	4
	4
	2

	34
	F6VW30
	14-3-3 protein theta 
	302
	34613
	15
	9
	6
	4

	35
	D6REF3
	14-3-3 protein epsilon 
	51
	15324
	7
	2
	3
	1

	36
	Q3UKW2
	Calmodulin 
	395
	21603
	16
	11
	6
	5

	37
	P12658
	Calbindin 
	46
	30203
	3
	3
	3
	3

	38
	Q9WTL4
	Insulin receptor-related protein 
	33
	147291
	7
	1
	2
	1



