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Figure S1 shows unsupervised hierarchical clustering of significantly altered metabolites (p <
0.05 with Benjamini-Hochberg FDR correction) between the control group and the patients with SAE.
Rows represent differentially abundant metabolites; columns represent individual plasma samples.
The color scale illustrates the relative abundance of each metabolite (red indicates up-regulation, blue
indicates down-regulation relative to the mean). Clustering reveals distinct metabolic profiles that
separate the experimental groups.

Figure S2 shows Receiver Operating Characteristic (ROC) curves evaluating the diagnostic
performance of individual significantly altered metabolites for discriminating between the control
group and patients with SAE. The Area Under the Curve (AUC) values with 95% confidence intervals

are indicated on the graph.



——
| — [ [ T 1 T | l—|:| [ T T 1 [ T — 1

Dimethylglycine

Sp |n§osme -1-phosphate

m/z 130.0617

Guanidinoacetate

m/z
6-Carboxy-5,6,7,8-tetrahydropterin
Propofol

4] ﬁyl_d roxYp ropofol

B2 184 0k

Monoethylglvcmexyhdlde
Lignocaine

Asgaragmyl hvdroxyprollne
uanidinobutanoate
tadlenulc aci
m z428
ethﬁladenosme
/, 6 Tr|methyl L-lysine
m/z 2
3- Amlno 5 hsvdroxybenzolc acid
1 Pyrrollne -carboxylic acid
2 Z;rg%tog an
exenoylcarmtlne
1 SC aﬁ ycone

1 m/z 202.1186
- 4- AI'I'IInObEIAZ?OIC acid

PSﬁO 18: 0 0 0)
Qumollne

2
S-hgethyldeoxycvtidine

LysoPC 20 3
LysoPCi
drox n|cot|n|c acid

Taurlne
m}i 185.9599

11-800-1S-3S
T1-¢lois-3s
TL-€00-1S-3S
T1-200-1S-3S
TL1-700-IS-3S
T1-600-1S-3S
T1-600-1S-3S
T1-€10-I1S-3S
T1-T00-IS-3S
T1-900-1S-3S
[OA-E0-IS-3S
[OA-170-1S-3S
L00-IOA-3S
800-10A-3S
S00-I0A-3S
900-10A-3S
0D-T00-I1S-3S
[0A-60-1S-3S
IOA-TO-IS-3S
IOA-20-I1S-3S

Figure S1. Heatmap of significant metabolites distinguishing control and sepsis-associated
encephalopathy (SAE) groups. Control samples are labeled in red, sepsis samples in green. Metabolite
abundance is represented by a color gradient (blue: decreased, red: increased).
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Figure S2. Diagnostic performance of significant metabolites. ROC curves for individual metabolites
discriminating control subjects from patients with sepsis-associated encephalopathy (SAE): 1 —
LysoPC(14:0); 2 — LysoPC(16:0); 3 — LysoPC(20:4n6); 4 — CAR(6:1); 5 — CAR(16:0); 6 —
CAR(16:1); 7 — CAR(18:1); 8 — CAR(18:2); 9 — CAR(20:4); 10 — Taurine; 11 — DHA
(Docosahexaenoic acid); 12 — TML (Trimethyllysine). The Area Under the Curve (AUC) values with
95% confidence intervals are provided. The Y-axis shows Sensitivity (True Positive Rate), and the X-
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axis shows 1 — Specificity (False Positive Rate).
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